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1 SEQUENCE LISTING 

2 

3 (1) General Information: 

4 

5 

6 (i) APPLICANT: Lai, Preeti 



7 Hillman, Jennifer L. * Q£ JO ^ 

8 Corley, Neil C. 

9 Guegler, Karl J. 

10 Baugh, Mariah 

11 Sather, Susan 

12 Shah, Purvi 
13 

14 (ii) TITLE OF INVENTION: HUMAN SIGNAL PEPTIDE-CONTAINING PROTEINS 

15 

16 

17 (iii) NUMBER OF SEQUENCES : 154 

18 

19 (iv) CORRESPONDENCE ADDRESS: 

20 (A) ADDRESSEE: INCYTE PHARMACEUTICALS, INC. 

21 (B) STREET: 3174 PORTER DRIVE 

22 (C) CITY: PALO ALTO 

2 3 (D) STATE: CALIFORNIA 

24 (E) COUNTRY: USA 

25 (F) ZIP: 94304 
26 

27 

28 (v) COMPUTER READABLE FORM: 

29 (A) MEDIUM TYPE: Floppy disk 

30 (B) COMPUTER: IBM PC compatible 

31 (C) OPERATING SYSTEM: PC-DOS/MS-DOS 

32 (D) SOFTWARE: Word Perfect 6.1 for Windows/MS-DOS 6.2 
33 

34 

35 (vi) CURRENT APPLICATION DATA: 

r\(j36 (A) APPLICATION NUMBER: TO BE ASSIGNED 

37 (B) FILING DATE: HEREWITH 

38 (C) CLASSIFICATION: 
39 

40 

41 (viii) ATTORNEY/ AGENT INFORMATION: 

42 (A) NAME: BILLINGS, LUCY J. 

43 (B) REGISTRATION NUMBER: 36,749 

44 (C) REFERENCE/DOCKET NUMBER: PF-0459 US 
45 

46 
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INPUT SET: S23256.raw 

47 (ix) TELECOMMUNICATION INFORMATION: 

48 (A) TELEPHONE: (650) 855-0555 

49 (B) TELEFAX: (650) 845-4166 
50 

51 
52 

53 (2) INFORMATION FOR SEQ ID NO: 1: 
54 

55 (i) SEQUENCE CHARACTERISTICS: 

56 (A) LENGTH: 348 amino acids 

57 (B) TYPE: amino acid 

58 (C) STRANDEDNESS : single 
5 9 (D) TOPOLOGY: linear 

60 

61 (vii) IMMEDIATE SOURCE: 

62 (A) LIBRARY: HEARNOT01 

63 (B) CLONE: 305841 
64 

65 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 : 
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(i) 


SEQUENCE CHARACTERISTICS: 
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(xi) SEQUENCE DESCRIPTION: 


SEQ 


ID NO: 2 
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(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 342 amino 
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(vii) IMMEDIATE SOURCE: 
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(xi) SEQUENCE DESCRIPTION: 


SEQ 


ID NO: : 


3 : 
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(A) LENGTH: 656 amino 


acids 














230 






(B) TYPE: 


amino acid 
















?M 


231 






(C) STRANDEDNESS: 
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(xi) SEQUENCE DESCRIPTION: 


SEQ 


ID NO: 4 : 
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Line Error Original Text 

36 Wrong application Serial Number (A) APPLICATION NUMBER: TO BE ASSIGNED 
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